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<210> 2 
<211> 1881 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Glucose 

dehydrogenase activity with biotin binding site 

<400> 2 

atggataaac atttattggc taaaattgct ttattaagcg ctgttcagct agttacactc 60 
tcagcatttg ctgatgttcc tctaactcca tctcaatttg ctaaagcgaa atcagagaac 120 
tttgacaaga aagttattct atctaatcta aataagccgc atgctttgtt atggggacca 180 
gataatcaaa tttggttaac tgagcgagca acaggtaaga ttctaagagt taatccagag 240 
tcgggtagtg taaaaacagt ttttcaggta ccagagattg tcaatgatgc tgatgggcag 300 
aatggtttat taggttttgc cttccatcct gattttaaaa ataatcctta tatctatatt 360 
tcaggtacat ttaaaaatcc gaaatctaca gataaagaat taccgaacca aacgattatt 420 
cgtcgttata cctataataa atcaacagat acgctcgaga agccagtcga tttattagca 480 
ggattacctt catcaaaaga ccatcagtca ggtcgtcttg tcattgggcc agatcaaaag 540 
atttattata cgattggtga ccaagggcgt aaccagcttg cttatttgtt cttgccaaat 600 
caagcacaac atacgccaac tcaacaagaa ctgaatggta aagactatca cacctatatg 660 
ggtaaagtac tacgcttaaa tcttgatgga agtattccaa aggataatcc aagttttaac 720 
ggggtggtta gccatattta tacacttgga catcgtaatc cgcagggctt agcattcact 780 
ccaaatggta aattattgca gtctgaacaa ggcccaaact ctgacgatga aattaacctc 840 
attgtcaaag gtggcaatta tggttggccg aatgtagcag gttataaaga tgatagtggc 900 
tatgcttatg caaattattc agcagcagcc aataagtcaa ttaaggattt agctcaaaat 960 
ggagtaaaag tagccgcagg ggtccctgtg acgaaagaat ctgaatggac tggtaaaaac 1020 
tttgtcccac cattaaaaac tttatatacc gttcaagata cctacaacta taacgatcca ioso 
acttgtggag agatgaccta catttgctgg ccaacagttg caccgtcatc tgcctatgtc 1140 
tataagggcg gtaaaaaagc aattactggt tgggaaaata cattattggt tccatcttta 1200 
aaacgtggtg tcattttccg tattaagtta gatccaactt atagcactac ttatgatgac 1260 
gctgtaccga tgtttaagag caacaaccgt tatcgtgatg tgattgcaag tccagatggg 1320 
aatgtcttat atgtattaac tgatactgcc ggaaatgtcc aaaaagatga tggctcagta 1380 
acaaatacat tagaaaaccc aggatctctc attaagttca cctataaggc taaggagctc 1440 
gaggccggca tcaccggcac ctggtacaac cagctcggct cgaccttcat cgtgaccgcg 1500 
ggcgccgacg gcgccctgac cggaacctac gagtcggccg tcggcaacgc cgagagccgc 1560 
tacgtcctga ccggtcgtta cgacagcgcc ccggccaccg acggcagcgg caccgccctc 1520 
ggttggacgg tggcctggaa gaataactac cgcaacgccc actccgcgac cacgtggagc 1680 
ggccagtacg tcggcggcgc cgaggcgagg atcaacaccc agtggctgct gacctccggc 1740 
accaccgagg ccaacgcctg gaagtccacg ctggtcggcc acgacacctt caccaaggtg 1800 
aagccgtccg ccgcctccat cgacgcggcg aagaaggccg gcgtcaacaa cggcaacccg 1860 
ctcgacgccg ttcagcagta g 1881 
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